Abstract: T-cells genetically redirected with a chimeric antigen receptor (CAR) to recognize tumor antigens and kill tumor cells have been infused in several phase 1 clinical trials with success. Due to safety concerns related to on-target/off-tumor effects or cytokine release syndrome, however, strategies to prevent or abate serious adverse events are required. Pharmacologic therapies; suicide genes; or novel strategies to limit the cytotoxic effect only to malignant cells are under active investigations. In this review, we summarize results and toxicities of investigations employing CAR redirected T-cells, with a focus on published strategies to grant safety of this promising cellular application.
Introduction
Allogeneic hematopoietic cell transplantation (allo-HCT) is a potent form of immunotherapy [1] , with anti-tumor effects orchestrated by both innate and adaptive immune system components. Donor lymphocytes infused with the graft or given post-transplant for leukemia relapse can mediate an anti-tumor effect, in virtue of recognition of tumor associated antigens (TAAs) and/or minor histocompatibility antigens (mHags) [2] . cells persisted for weeks after in vivo transfer and mediated objective responses in almost half of the cases, with three out of eleven patients achieving complete remission (CR) [26, 27] .
Figure 1. CAR constructs and dual targeting pre-clinical approaches to reduce toxicity. (A)
CAR extracellular domain includes leader sequence, single chain variable fragment (scFv) (H (heavy) and L (light) chain), connected by a linker, (e.g., SG..GS). A spacer, (e.g., hinge region of human immunoglobulin D molecule) grants flexibility and joins to the transmembrane domain (TM). TM includes for example the constant region of the human G immunoglobulin, whereas the intracellular domain includes CD3 zeta endo-domain (1st generation CARs), plus minus a CD28 domain (2nd generation), or plus minus an additional co-stimulatory domain (3rd generation CARs) [28] . (B) "Dual targeting" approaches to reduce toxicities: (i) Trans-signaling CAR divides killing domain and co-stimulatory domain in separate molecules targeting two distinct tumor antigens, limiting CAR activation capacity when only a single antigen is engaged [29] [30] [31] . (ii) Inhibitory CAR replaces the zeta chain with an inhibitory domain, overcoming the activatory signal from a coexpressed activatory CAR [6] . (iii) Tandem CAR is composed by two different antigen binding fragments allowing targeting of two different antigens by a single construct, with synergistic effect when both are engaged simultaneously [32] . CAR-1 and CAR-2 used as example, recognized antigen 1 and antigen 2, respectively.
In a further attempt to improve expansion and persistence of CAR T-cells investigators added one or more co-stimulation endodomains in frame with the zeta chain, and thus second and third generation CARs have been generated, respectively, primarily enhancing CAR mediated proliferation and protecting T-cells from activation-induced cell death. ( Figure 1A ). Indeed, these attempts proved successful in preclinical models [33] [34] [35] [36] [37] , and later entered clinical trials confirming improved expansion and persistence in patients with CD19 + lymphoid malignancies who received second generation CAR-CD19 T-cells as compared with co-infused first generation CAR-CD19 T-cells [25] .
In clinical trials from several institutions targeting relapsed/refractory ALL impressive clinical results have been reported [8] [9] [10] [11] [12] [13] [14] [15] [16] 18, 25] . All in all, CAR-CD19 T-cells for ALL have been reported to control the disease and induce remission in patients with relapsed/refractory disease. The majority of trials included lymphodepleting chemotherapy in an effort to create a microenvironment favorable for homeostatic T-cell expansion.
Davila et al. infused CAR T-cells with a CD28 costimulatory domain and reported that 50% of adult ALL patients became eligible for stem cell transplantation, remaining in remission thereafter at the last follow-up [14] . Maude et al. [15] , reported on 30 children and adults receiving CAR-CD19 T-cells with 4-1BB costimulation domain, and CR was achieved in 27 patients (90%), including two patients with blinatumomab-refractory disease and 15 patients who had undergone stem-cell transplantation previously. CAR T-cells proliferated in vivo and were detectable in the blood, bone marrow, and cerebrospinal fluid of patients who had a response. The 6-month event-free survival rate was 67%, with an overall survival rate of 78%. The authors demonstrated in this trial that ongoing remission for up to 2 years is possible with CAR therapy even in the absence of allo-HCT.
Lee et al. [18] , enrolled children and young adults mainly with relapsed or refractory ALL. Autologous T-cells were engineered to express a CD19-CAR incorporating the CD28 signaling domains. CD19-CAR therapy induced a CR in 70% of patients with B-ALL and an MRD-negative complete response in 60%. Ten of twelve patients who became molecular residual disease (MRD)-negative went on to receive an allo-HCT remaining disease free at a median follow-up 10 of months.
Some successes have been recorded also with CAR-CD19 in refractory chronic lymphoid leukemia (CLL) patients [8, 13] , whereas larger studies on CAR-CD19 are needed in non-Hodgkin lymphoma [17, 18, 25, 38] with some preliminary encouraging results using CAR-CD20 T-cells [39, 40] . Additional modifications may be necessary for optimal efficacy of CAR T-cell therapies in solid tumors [22] [23] [24] 41, 42] , although some evidence of tumor regression has been seen in patients with advanced solid cancers receiving mRNA anti-mesothelin electroporated T-cells (RNA-CAR-T-meso cells) [43] [44] [45] [46] , whilst CRs of disease were seen in patients with neuroblastoma with GD2 redirected CAR T-cells therapy [26, 27] . The list of antigens targeted by CARs is rapidly extending, as nicely reviewed elsewhere [2] .
Active investigations are attempting to improve the preservation of effector function, self-renewal, engraftment, and homing abilities of ex vivo expanded genetically redirected T-cells. To note, in the majority of these studies T-cells were activated with CD3/CD28-beads rather than soluble anti-CD3 antibody, which might have contributed to the improved efficacy in vivo.
It will need to be assessed in clinical trials whether the transduction of effector T-cells generated from naïve [47, 48] , or central memory subsets [49] , will result in enhanced expansion, persistence and anti-tumor activity in patients. The Italian group showed that the activation of naïve T-cells with anti-CD3 and anti-CD28 antibody-conjugated beads in the presence of low dose interleukin (IL)-7 and IL-15 promoted the generation of T-stem-cell-memory cells (Tscm) able to persist, expand, and differentiate across serial transplants in mice, suggesting self-renewal abilities. Interestingly, the increased efficacy of naive-derived Tscm cells in vivo strictly depended on them being purified prior to ex vivo manipulation, as naive T-cells expanded in the presence of other subsets failed to engraft upon serial transplants [50] .
Side Effects from CAR T-Cells Infused in the Autologous Setting
CAR T-cells have resulted in on-target/off-tumor effects and cytokine release syndrome (CRS) in clinical trials, as well as in significant myelosuppression in preclinical models of acute myeloid leukemia (AML).
Serious adverse events (SAEs) can be related to several factors, including the infused cell dose, the presence of residual morphological disease in the recipient, and the magnitude and intensity of expression of the targeted antigen on normal tissues.
Since on-target/off-tumor effects are due to the fact that the TAA is shared on normal tissue, in order to minimize the risk of toxicity by genetically redirected T-cells, the first step would be to select antigen with preferential expression on tumor cells. However, since such antigens are not always available, in vitro and/or in vivo assays are performed in an attempt to predict the risk of toxicity when targeting a certain antigen. In vitro cytotoxic assays challenging TAA redirected T-cells with target tumor cells expressing the antigen of interest, including cells derived from normal tissues might not reproduce the tridimensional complex in vivo matrix.
In vivo animal models involve humanized antigen transgenic mice involving the infusion of human genetically redirected T-cells in mice expressing human antigen(s), or surrogate mouse models which entail engrafting a CAR molecule onto murine T-cells targeting the relevant antigens but of murine origin. Although, CRS or B-cell aplasia have been studied in animal models [51, 52] , there are several limitations that may limit the reproducibility of these observation in humans, such as the potential different correlation between bioequivalence and bio distribution between animals and humans, as well as differences in antigen expression, or in the expression of co-stimulatory molecules and/or in the cytokine milieu. The use of non-human primates models has been also employed to evaluate the toxicity of genetically redirected T-cells towards normal tissues, with the advantage of displaying a superior degree of homology with human protein sequences [53] .
As anticipated earlier, in an effort to increase in vivo expansion and anti-tumor activity, second/third generation CARs have been developed. However, it is anticipated that the infusion of second/third generation CAR T-cells might associate with an increased risk of toxicity, due to superior T-cells activation, and/or co-stimulation. Indeed, infusion of CAR T-cells endowed with a second generation CAR has resulted in a high incidence of severe CRS (sCRS). In solid tumors third generation CAR T-cells redirected toward the HER-2 antigen caused fatal lung toxicity due to low level expression of HER-2 on lung epithelia combined with the high potency of the CAR containing the co-stimulatory molecules CD28 and 4-1BB [20] .
B-cell aplasia and/or CRS have been frequently reported from CAR-CD19 T-cell studies [8] [9] [10] [11] [12] [13] [14] [15] [16] [17] [18] [19] . With some patients developing alarming but reversible neurological symptoms including delirium and seizure-like activity, the latter likely related to generalized T-cell mediated inflammation rather than direct toxicity of CAR T-cells in the brain. CAR T-cells applications for myeloid leukemia have been tested in murine models, and further clinical development has been hampered by the evidence of significant myelosuppression [54] [55] [56] [57] , and therefore strategies to overcome this SAE need to be implemented, such as the development of strategies to spare normal hematopoietic stem cells and mature hematopoietic progenitor cells [58] .
One other potential SAE that could manifest when using cells modified with integrating vectors is insertion in hot-spots resulting in oncogene de-regulation with malignant transformation. Although this remains a concern when transduced stem cells have been infused [59] , this SAE has never been reported to date in clinical studies employing transgenic T-cells [60] . /kg, respectively, when targeting novel antigens. It needs to be kept in mind that these suggested dosings are based on the transfer of unselected CAR T-cells, whereas eventual prior subset selection may affect toxicity.
Recommendations from the
Regarding the use of cytokines support, while this can be useful in improving expansion of first generation CAR, its potential benefit needs still to be explored in more depth when using second/third generation CAR T-cells. Conversely, the use of preconditioning chemotherapy it is regarded as potentially useful to enhance the survival and the engraftment of infused second/third generation CAR T-cells.
Additionally, in order to reduce the risk of toxicity from the infused cells, a split dose infusion strategy in second/third generation CAR T-cells is warranted, such as to administer 30% of the dose on day 1 and 70% on day 2 (after adequate safety assessment), or to administer them in 10%, 30%, and 60% fractionated schedule over three days, for example.
Finally, the co-expression of a suicide gene is also recommended for switching-off unpredicted or controlling long-term toxicities, although is unknown if they would be able to attenuate SAEs once they become clinically evident [21] .
Therapeutic Approach to Cytokine Release Syndrome
CRS is as an inflammatory response clinically manifesting with fever, nausea, headache, tachycardia, hypotension, hypoxia, as well as cardiac, or neurologic manifestations. Diagnostic criteria include: (i) fever for at least three consecutive days, (ii) two cytokines max fold change of at least 75 or one cytokine max fold change of at least 250, (iii) at least one clinical sign of toxicity such as -hypotension (requiring at least one intravenous vasoactive pressure) or -hypoxia (PO2 < 90%), or -neurologic disorders (including mental status change, obtundation and seizures) [14] .
Although some side effects, such as the B-cell aplasia resulting from CAR T-cells targeting B-cell associated antigens can be easily managed with gamma globulin replacement and long term with an allo-HCT (which is the standard of care for eligible patients), no standardized treatment exists for CRS, which has been managed to date with steroids, or more recently with the interleukin-6 monoclonal antibody tocilizumab.
A sCRS treatment algorithm has been recently proposed [14] . This algorithm poses a particular alert to patients with morphological residual disease receiving CAR T-cells for the higher risk of sCRS, likely in virtue of interleukin-6, production by monocytes/macrophages after phagocytosis of tumor debris, (macrophage activation syndrome, or MAS). Also, since it was observed that only patients with sCRS had a C reactive protein (CRP) level of more or equal 20 mg/dL, this was included to guide decision making as a surrogate for cytokine elevation/inflammation [14] .
The proposed algorithm can be exemplified in a four steps approach: (1) if the patient would develop fever for at least two days the initiation of levetiracetam is proposed; (2) in case of CRP levels more or equal 20 mg/dL the recommendation for intensive care unit (ICU)-transfer is given; (3) in the presence of clinical signs of toxicity, the algorithm suggests to consider the administration of tocilizumab; (4) if the patient's clinical status fails to improve after a second dose of tocilizumab is given, the administration of steroids is warranted, such as dexamethasone 10 mg intravenously (I.V.) twice daily. Although these guidelines are awaiting prospective validation, they represent a valid example-tool to use as guidance in the systematic management of patients with CRS. However, since tocilizumab or corticosteroids can also abrogate the anti tumor efficacy of the infused T-cells, strategies aiming at the selective elimination of allo-reactive T-cells, (and/or ameliorating the inflammatory process without complete abrogation of the infused cells) needs to be investigated and/or implemented.
Strategies to Ensure Safety
Considering the SAE manifested after the infusion of CAR T-cells, it is desirable to implement strategies to alleviate and/or abate toxicity. Since main part of toxicity resulting from T-cell infusion is related to expansion of T-cells, and cannot be reduced by stopping the offending agent as with pharmacologic agents, strategies such as the incorporation of a suicide gene or the development of approaches aiming at selectively redirecting T-cells to selectively kill tumor cells, hold promise in reversing untoward effects.
Suicide Gene Applications
A suicide gene is a genetically encoded molecule that allows selective destruction of adoptively transferred cells. Suicide gene addition to cellular therapeutic products can lead to selective ablation of gene-modified cells, preventing collateral damage to contiguous cells and/or tissues.
Suicide gene technologies can be broadly classified based upon their mechanism of action into three categories, metabolic [61] [62] [63] , dimerization inducing [64, 65] , and safety switches mediated by therapeutic monoclonal antibody [66] [67] [68] [69] [70] . Table 1 presents an overview of the most investigated suicide gene technologies to date.
The ideal agent for suicide gene activation should be biologically inert, have an adequate bio-availability and bio-distribution profiles, and be characterized by acceptable or absent intrinsic toxicity. A suicide gene strategy should be designed for each specific application, taking into account the nature of target cells, the source of the suicide gene, the type of activating agent, the onset of action, and the elimination's kinetic of the target population.
Metabolic suicide genes are based on the conversion of a nontoxic drug into a toxic compound in gene-modified cells. One such example, herpes simplex virus thymidine kinase (HSV-TK) which phosphorylates nucleoside analogs, including ganciclovir (GCV), and its resulting triphosphate form incorporates into DNA via the action of DNA polymerase, leading to chain termination and cell death [75] . HSV-TK/GCV also induces apoptosis through CD95-L independent CD95 aggregation, leading to the formation of a Fas-associated death domain protein (FADD) and caspase-8-containing death-inducing signaling complex [76] .
Apoptotic genes (e.g., caspases) eliminate cells by inducing apoptosis [64, 73] The iCasp9 suicide gene [65, 77] consist of FKBP12-F36V domain linked, via a flexible Ser-Gly-Gly-Gly-Ser linker to ∆Caspase 9, which is caspase without the recruitment domain. FKBP12-F36V consists of a FKBP domain with a substitution at residue 36 of phenylalanine for valine, binding synthetic dimeric ligands, such as the otherwise inert small molecule AP1903 [78] , with high selectivity and subnanomolar affinity. The transgenic cassette also include a truncated CD19 (ΔCD19) molecule, serving as a selectable marker to ensure ≥90% purity.
Suicide gene safety and effectiveness has been shown in clinical trials using HSV-TK or iCasp9 suicide gene modified DLI, resulting in abrogation of both acute [62, 64, 71, 79, 80] and chronic GVHD [72] .
HSV-TK suicide gene modified DLI has also exerted a GVT effect [62, 71, 79, 80] , even in patients in whom antibodies against HSV-TK developed. One explanation could be that the gradual elimination of HSV-TK contributed to a protracted GVT effect [81] . Additional indirect evidence suggesting a GVT effect comes from finding de novo loss of the mismatched HLA expression on leukemic blasts in one patient at the time of relapse [80] . Larger studies and longer follow-up are needed to define the GVT effect of iCasp9 DLI.
Interestingly, in suicide gene DLI clinical trials long-term persistence of residual non-alloreactive T-cells was observed. One possible explanation is the preferential elimination of cells actively proliferating during GVHD in virtue of their higher transgene expression with sparing viral and fungal reactive T-cells [73] . While this can represent an advantage when used for DLI, complete elimination of CAR/TCR redirected T-cells or hematopoietic stem cells may be necessary for the SAE to abate. For this reason it is important to ensure that the majority (>99%) of the infuse cells would express the suicide gene, for example through cell sorting, in order to ensure maximal cell elimination.
Pre-clinical experiments expressing the iCasp9 in conjunction with CAR-CD19/CD20 T-cells have proven the feasibility of such an approach [82, 83] , and phase 1 clinical trials in patients with sarcoma or neuroblastoma receiving iCasp9 T-cells co-expressing a CAR against the disialoganglioside GD2 molecule (Clinicaltrials.gov identifier NCT01822652 and NCT01953900, respectively) are ongoing. If toxicity is related to the transduced T-cells only, selectable markers could be obviated, especially in an autologous setting, provided that all the transduced cells also harbor the suicide gene, in order to be eliminated in case of SAEs.
Several strategies can be employed to ensure that all CAR T-cells harbor the suicide gene. Cells may be transduced with a bicistronic vector with the suicide gene cloned before the CAR construct to ensure all CAR bearing cells also express the suicide gene. Alternatively a selectable marker could be introduced enabling sorting and enrichment for suicide gene expressing cells, and this strategy would be strongly recommended when using CAR T-cells in the allogeneic setting. Genetic modification of cells with a protein expressed in the plasma membrane, can enable selection, in vivo tracking and cell removal after administration of a specific monoclonal antibody. For example, retroviral delivery of the CD20 molecule into T-cells and anti-CD20 monoclonal antibody treatment post T-cell infusion has been validated in preclinical models as a suicide gene strategy [66] [67] [68] . As an extension of this concept, other interesting pre-clinical models have been investigated: an interesting application from Kieback et al. consisted in the introduction of a 10 amino acid tag of c-myc protein into the TCR sequence allowing tracking, selection, and elimination of the transduced cells after monoclonal antibody administration in a preclinical model, and this strategy could also be applied to CAR constructs [70] . Additionally, investigators from London generated a novel compact suicide gene (RQR8) combining epitopes from CD34 and CD20 enabling CD34 selection, cell tracking, as well as deletion after anti-CD20 monoclonal antibody administration [74] . Finally, another approach has used truncated human epidermal growth factor receptor (EGFR) polypeptide/anti-EGFR monoclonal antibody for selection, tracking and/or transduced cell elimination with the specific monoclonal anti-EGFR antibody [69] .
Dual Targeting Strategies to Ensure Safety
Considering that suicide gene activation would eliminate the majority of CAR modified T-cells, it would be advisable to combine them with strategies able to mitigate side effects from infusion of transgenic T-cells, thus activating the suicide gene only as a last resort. However, the novel strategies explained below are yet to be investigated in the clinical setting.
One interesting approach to reduce untoward manifestations of CAR-T-cell therapy has been to modify the T-cells with two different CARs, each directed towards a different TAA epitope. In details, CAR No.1 would transmit the killing signal, whereas CAR No.2 would transmit the co-stimulation signal. This strategy would allow superior T-cell activation and effector function only when both antigens are engaged simultaneously [29] [30] [31] (Figure 1B(i) ).
The goal of avoiding targeting normal tissues which share TAAs, has led researchers to devise a strategy aiming at co-expressing an 'inhibitory' CAR (iCAR). iCARs see the incorporation of cytotoxic T-lymphocyte-associated antigen 4 (CTLA-4) or programmed death-1 (PD-1) signaling domain, in spite of the zeta chain signaling domain, therefore transmitting an inhibitory signal, prevailing over the activating signal of the zeta chain resulting in sparing of the target ( Figure 1B(ii) ). The iCAR would recognize a second antigen co-expressed on normal tissues together with the TAA targeted by the 'activatory' CAR. Importantly, T-cells would regain the ability to kill the target after disengagement of the iCAR. Fedorov et al. demonstrated feasibility and efficacy of this approach in a preclinical model [58] .
Another novel approach, the "TanCAR" technology is aiming at targeting two different antigens, but using a single transgene construct. TanCAR consisted of two different antigen binding domains separated by a flexible linker [32] , and the simultaneous engagement of both domains by two TAAs resulted in synergistic effect ( Figure 1B(iii) ). Importantly, even the engagement of a single domain by one TAA resulted in T-cell activation and killing of the target. Additionally, the use of T-cells electroporated with mRNA encoding a CAR molecule has been successfully validated in pre-clinical models and in one clinical trial. CAR expression and function of RNA-electroporated T-cells could be detected up to a week post electroporation, and multiple injections of RNA-CAR-T-meso-cells mediated regression of large vascularized flank mesothelioma tumors in mice, including engrafted autologous mesothelioma tumor cells isolated from the patient [46] . By granting transient CAR expression, this strategy could potentially offer a safer approach to limit the SAEs. The authors have demonstrated the safety and feasibility of this approach after I.V. infusion in two patients, one with advanced pleural mesothelioma and one with metastatic pancreatic carcinoma, with migration to primary and metastatic tumor sites resulting in reduced tumor burden, and decline in CA19.9 marker, respectively. Laboratory evidence of antitumor activity, and the RNA-CAR-T-meso cells elicited an antitumor immune response revealed by the development of novel anti-tumor antibodies were also observed [44] . As of concern with this strategy, the need for repeated infusions for optimal anti-tumor effect has resulted in anaphylaxis due to the development of an IgE immune response directed against the murine derived CAR [45] . However, the use of humanized scFv binding domains may reduce this risk, as well as short term persistence of the infused cells from a host mounted immune-response.
CAR T-Cells in the Allogeneic Setting
Although allo-HCT is a potentially curative strategy for patients with hematologic and lymphoid malignancies at high risk of relapse [1] , additional strategies are needed to further reduce the risk of disease relapse after transplant [84] . One of the strategies to achieve this goal could be the prophylactic infusion of CAR redirected T-cells post-transplant, although one concern may be the absence of antigen in order to provide T-cell stimulation to grant expansion and persistence of the infused CAR redirected T-cells. Additionally, since it was reported that some cases of AML relapse after allo-HCT because of the selective loss of the mismatched HLA alleles as a result of the alloreactive pressure [80] , these patients are exposed to the dreadful complications of alloreactivity, namely GVHD, without benefiting from its therapeutic effects. Therefore treatment with allogeneic CAR T-cells could help bypassing this immune-evasion strategy adopted by the tumor.
Ten patients with lymphoid malignancies who relapsed after allo-HCT received infusions of allogeneic CD19 specific CAR T-cells from the original donors with one patients experiencing CR (ongoing at nine months after T-cell infusion) without GVHD, although grade 3-4 toxicities were seen in four patients [19] .
Allogeneic CAR T-cells could also result in GVHD, however, and therefore there is an even more stringent need to implement safety measures, ideally a suicide gene, because it currently represents the only effective safety measure validated in clinical trials of unmodified DLI.
Since suicide gene activation would also coincidentally eliminate the GVT effect, it would be ideal to switch the suicide gene on only if absolutely necessary.
Alternative strategies to minimizing the risk of GVHD other than suicide gene modification may include the strategies summarized in Figure 1B , or to perform CAR modification of T-cells that are naturally non-alloreactive, such as allodepleted T-cells [85] , virus-specific T-cells [86] [87] [88] , natural-killer T-cells [89] , or gamma-delta T-cells [90] . In fact, for this reason authors have investigated a strategy to engraft a CAR-CD19 construct on the surface of gamma-delta T-cells with success, in vitro and in vivo in mice [91] .
Regarding CAR modification of virus-specific T-cells (non-alloreactive), for example, a recent clinical trial involved CAR-CD19 engrafted onto the surface of T-cells specific for cytomegalovirus, adenovirus, or Epstein-Barr virus antigens. This trial enrolled patients with relapsed (N:6) or at high-risk of relapse (N:2) lymphoid malignancy following allo-HCT (N:2) [88] , Objective responses, as assessed 6 weeks after T-cell infusion, were seen in two patients with relapsed disease after transplant, with two additional patients remaining in continuous CR, without accompanying GVHD in any patient. It is interesting to consider the attempt to reduce the risk of GVHD by making donor T-cells artificially non-alloreactive by knocking down the endogenous TCR, using genetic editing approaches [92] .
Conclusions
Immunotherapy approaches for cancer treatment represent a potent tool to harness the GVT effect either in the autologous or the allogeneic setting. This is an exciting time, where progresses from gene therapy and immunotherapy are being recorded at an accelerated pace, with growing enthusiasm in both the scientific and the lay communities.
The years to come will see if immunotherapy approaches will hold their promise to replace or enhance standard pharmacologic anti-cancer therapies, as well as grant long-term anti-cancer surveillance, including in sanctuary sites, even when used as adjuvant therapy. Because the benefits need to overcome the risks, rigorous clinical validation of strategies to prevent or abrogate toxicities is warranted. 
